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3 <110> APPLICANT: Suthers, Patrick F 

4 Cameron, Douglas C. 

6 <120> TITLE OF INVENTION: Production of 3-Hydroxypropionic Acid in Recombinant 

7 Organisms 

9 <130> FILE REFERENCE: 960296.96617 

11 <140> CURRENT APPLICATION NUMBER: 09/830,751 

12 <141> CURRENT FILING DATE: 2000-08-30 

14 <150> PRIOR APPLICATION NUMBER: 60/151,440 

15 <151> PRIOR FILING DATE: 1999-08-30 

17 <150> PRIOR APPLICATION NUMBER: PCT/USOO/2387 8 

18 <151> PRIOR FILING DATE: 2000-08-30 
20 <160> NUMBER OF SEQ ID NOS : 23 

22 <170> SOFTWARE: Patentin Ver, 2.1 

24 <210> SEQ ID NO: 1 

25 <211> LENGTH: 1529 

26 <212> TYPE: DNA 

27 <213> ORGANISM: Saccharomyces cerevisiae 
2 9 <220> FEATURE: 

30 <221> NAME/KEY: CDS 

31 <222> LOCATION: (25).. (1509) 

33 <400> SEQUENCE: 1 

34 gtcgcggtac caaggaggta teat atg tea cac ctt cct atg aca gtg cct 51 

35 Met Ser His Leu Pro Met Thr Val Pro 

36 1 5 
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163 <210> SEQ ID NO: 2 

164 <211> LENGTH: 495 

165 <212> TYPE: PRT 

166 <213> ORGANISM: Saecharomyces eerevisiae 
168 <400> SEQUENCE: 2 
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199 Val Cys Gly Gin lie lie Pro Trp Asn Phe Pro Leu Leu Met Trp Ala 

200 165 170 175 

202 Trp Lys lie Ala Pro Ala Leu Val Thr Gly Asn Thr Val Val Leu Lys 

203 180 185 190 

205 Thr Ala Glu Ser Thr Pro Leu Ser Ala Leu Tyr Val Ser Lys Tyr lie 

206 195 200 205 

208 Pro Gin Ala Gly He Pro Pro Gly Val He Asn He Val Ser Gly Phe 

209 210 215 220 

211 Gly Lys He Val Val Glu Ala He Thr Asn His Pro Lys He Lys Lys 

212 225 230 235 240 

214 Val Ala Phe Thr Gly Ser Thr Ala Thr Gly Arg His He Tyr Gin Ser 

215 245 250 255 

217 Ala Ala Ala Gly Leu Lys Lys Val Thr Leu Glu Leu Gly Gly Lys Ser 

218 260 265 270 

220 Pro Asn He Val Phe Ala Asp Ala Glu Leu Lys Lys Ala Val Gin Asn 

221 275 280 285 

223 He He Leu Gly He Tyr Tyr Asn Ser Gly Glu Val Cys Cys Ala Gly 

224 290 295 300 

226 Ser Arg Val Tyr Val Glu Glu Ser He Tyr Asp Lys Phe He Glu Glu 

227 305 310 315 320 

229 Phe Lys Ala Ala Ser Glu Ser He Lys Val Gly Asp Pro Phe Asp Glu 

230 325 330 335 

232 Ser Thr Phe Gin Gly Ala Gin Thr Ser Gin Met Gin Leu Asn Lys He 

233 340 345 350 

235 Leu Lys Tyr Val Asp He Gly Lys Asn Glu Gly Ala Thr Leu He Thr 

236 355 360 365 

238 Gly Gly Glu Arg Leu Gly Ser Lys Gly Tyr Phe He Lys Pro Thr Val 

239 370 375 380 

241 Phe Gly Asp Val Lys Glu Asp Met Arg He Val Lys Glu Glu He Phe 

242 385 390 395 400 

244 Gly Pro Val Val Thr Val Thr Lys Phe Lys Ser Ala Asp Glu Val He 

245 405 410 415 

247 Asn Met Ala Asn Asp Ser Glu Tyr Gly Leu Ala Ala Gly He His Thr 

248 420 425 430 

250 Ser Asn He Asn Thr Ala Leu Lys Val Ala Asp Arg Val Asn Ala Gly 

251 435 440 445 

253 Thr Val Trp He Asn Thr Tyr Asn Asp Phe His His Ala Val Pro Phe 

254 450 455 460 

256 Gly Gly Phe Asn Ala Ser Gly Leu Gly Arg Glu Met Ser Val Asp Ala 

257 465 470 475 480 

259 Leu Gin Asn Tyr Leu Gin Val Lys Ala Val Arg Ala Lys Leu Asp 

260 485 490 495 

264 <210> SEQ ID NO: 3 

265 <211> LENGTH: 1541 

266 <212> TYPE: DNA 

267 <213> ORGANISM: Homo sapiens 

269 <220> FEATURE: 

270 <221> NAME/KEY: CDS 
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